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Inside Bangladesh

Genetic Background of Diabetic and
Nondiabetic Sibs in Young Bangladeshis
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The prevalence of diabetes mellitus in the young is higher in
Bangladesh like other Asian developing nations. Albeit, undernutrition
has been shown to be associated with diabetes in the young, not all
such individuals are diabetic. Diabetes Mellitus is a multigenic disease.

In IDDM, DRS3/4 heterozygotes were shown to have a greatly
increased risk of developing the disease, suggesting the concept of
genetic factor(s) being involved in the development of diabetes.
Therefore, this study was undertaken to determine the distribution of
HLA class Il alleles (DRB) and to identify the HLA associated risk for
developing diabetes mellitus in the young Bangladeshis. A total of fifty
individuals were investigated. Half of them (n=25) were diabetic
patients, registered in BIRDEM and half the participants were their
non-diabetic sibs. A genomic DNA PCR and Enzyme Linked Probe
Hybridization Assay (ELPHA, Bio-test, Germany) was used to
determine HLA class Il alleles (DRB1, DRB 3, 4, 5) by in vitro
amplification of DRB gene. Among all the sero-equivalent antigens
found in the study subjects, the prevalence of DR15 (DR2) was
overrepresented, both in the diabetic subjects and in their non-diabetic
sibs. Moreover, compared with the non-diabetic group the diabetic
patients showed higher frequency of DR15 alleles (39 and 25%)
though the difference was not significant (chisg. 1.7, p>0.05). Next to
DR15, DR4 was the most prevalent HLA-DRB gene found in the study
population. Interestingly, the frequency of DR4 was higher in the
diabetic than in the non-diabetic group (20 vs. 14%). The study
showed that the DR15 and DR4 were the most prevalent in the study
population. Moreover, DR7 though not very significant, was higher in
non-diabetic compared to their diabetic sibs.

Comparison between the diabetic and non-diabetic sibs could have
been interesting and significant but we could not confirm our findings,
possibly, due to small sample size. A study in a larger paired sample of
unrelated population is also needed to substantiate our findings, and
also to prove the susceptibility or resistant haplotype in the young






